machine at 95°C for 1 min. The sequencing was performed on the ABI 3130XL 1 2 7 genetic analyser (Applied Biosystems). Archived DNA samples from two Welsh 1 2 8
Mountain ponies (P1, P2) were used as equine controls.
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Results were analysed using Chromas (Technelysium) and aligned using Mega laboratory. Genomic DNA samples from eCAS, eqT8888 and pony P1 were tested. The equine STR marker panel consisted of alleles at 18 different microsatellite loci:
AHT4, AHT5, ASB2, ASB17, ASB23, CA425, HMS1, HMS2, HMS3, HMS6, HMS7, for an application of automated DNA fragments analysis with five fluorescent dyes. in which e-CAS cells have been used in equine-specific experiments.
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In summary, this work shows that the aliquots of e-CAS cells stored at the AHT are of murine origin rather than equine macrophages. However, this established identity 
